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Supplementary Figure S1
Neighbour joining tree of the reference Dictyostelium protein for COG0158 (accession: XP_003285163), Dfructose-1,6-bisphosphate 1-phosphohydrolase class 1, which has been inferred to have ε proteobacterial ancestry (Pittis and Gabaldon, 2016) . a, phylogenetic tree obtained with all the DELTABLAST results obtained as reported earlier (Degli Esposti et al, 2015) . Note the three different forms of the enzyme, with only the chloroplast sedoheptulose-specific form (SBPase) being sister with ε proteobacterial homologues. The overall branching of this and other forms of the enzyme matches that reported previously (Martin et al, 1996) . b, expansion of the central clade in a combining the eukaryotic forms of the enzyme that are either bifunctional or specific for fructose-6 phosphate (FBPase). Note that organisms resulting from secondary symbioses such as Heterokonts have two different forms of FBPase, while animals only have the bifunctional form. 
